                          UPDATE ON DM DNA RESEARCH 2005

I am pleased to announce our findings in the study entitled "Linkage disequilibrium (LD) analysis on DNA extracted from normal and  dermatomyositis affected Shetland sheepdogs".  This study demonstrated

that chromosome 35 is statistically different between the 25 dermatomyositis affected dogs versus the 30 normal dogs used in 

this study.  Interestingly, this is the chromosome that was recently 

(article published in Science January 7, 2005) linked to the development 

of canine epilepsy.   Although this news is exciting, further studies using

gene markers in affected region on chromosome 35 need to be  performed in

order to validate these results and to help determine the exact area on

this chromosome that is affected.

For those that may have a more scientific background, the following is a summary written by Dr. Leigh Anne Clark who is one  of our geneticists in the Canine Genomics Laboratory at Texas A&M  University:

"DNA samples from 50 shelties were prepared for a whole genome scan for

linkage disequilibrium (LD), an approach that measures an association between an allele of a genetic marker and a disease status. Twenty dogs

were affected with dermatomyositis (DM), and thirty dogs had shown no

symptoms of DM and were assumed to be normal. Genotype data were generated for 294 microsatellite markers that span the 38 autosomes of

the dog. Allele frequencies were analyzed in the affected dogs and the

normal dogs for differences between the two populations. Fisher's exact

probability test for 2 X 2 tables was used to compare allelic frequencies in normal and affected groups. For each marker, the allele more often associated with affected dogs was selected, and all other alleles grouped in an alternative class. A p-value of significance (<0.0001) provides evidence for LD and thus linkage between the  marker and the locus affecting DM. Of the markers analyzed, 16 markers had an allele that appeared to be more common among affected dogs. Of these, one marker, located on chromosome 35, had a significant p-value and may be linked with DM. Genotypes for additional markers in this region need to be obtained to validate these results and to narrow the region of interest. "

These finding are being written up for publication in the journal, Veterinary Dermatology.  We are applying for funds from ACORN, which total $12,000 so that we may continue our genetic research on canine familial dermatomyositis. We would like to fine map the area of linkage of dermatomyositis on chromosome 35.

Thank you so much for your interest and support in our research.  We

appreciate all of your help and look forward to collaborations with you

and the ASSA in the future.

Sincerely,

Christine Rees, DVM, DACVD

Veterinary Dermatology,TAMU
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